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Genetic variation and stock identification of

flatfishes in the Baltic Sea

Dimansion 2
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Mean pairwise F for. turbot samples plotted against nearest
waterway distance to Aland. Numbers refers to location in the map.
No significant correlation between geographic (Ln(km)) and genetic
(Fg / (1-F;)) distance.
Genetic differentiation in turbot
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Dimension 1

Multidimensional scaling plot of Nei's genetic distance between turbot
samples. Numbers refers to location in the map. 1-dimensional R?= 0.73;
2-di ional R? = 0.89. Samples closer together are more
genetically alike.

Results for turbot

Small genetic differentiation, no isolation by distance,
no clear stock structure and temporal variation as large
as spatial variation.

003

Waterdepth
[ Jo-50m

Genstiz diferance (F5T) from Aland

NS
1 3/ =
=iy
200

7 —

sbo ' eo0 | 0 | o0 | 120 1
IDistance frem Aland flm)

Mean pairwise F for f lounder samples plotted against nearest
waterway distance to Aland. Numbers refers to location in the
map. Significant correlation between geographic (Ln(km)) and
genetic (Fg /(1-Fg)) distance, P <0.01, iie. samples further away
are more different.

Genetic differentiation in flounder
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B Yearly changes in stock composition suggest turbot recruit from
different areas in different years

B Flounder in southwestern and northeastern Baltic different, perhaps
locally adapted and should be managed separately

B Statistical subdivisions (e.g. ICES SD) not necessarily meaningful
management units

Multidimensional scaling plot of Nei's genetic distance between
flounder samples. Numbers refers to location in the map.

1-di ional R? = 0.86; 2-di 1 R? = 0.97. Samples closer
together are more genetically alike.

Results for flounder

Genetic differentiation between samples, evident isolation
by distance, suggestion of a transition zone east of the
Bornholm basin.
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